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LOCUS       MH579349                 494 bp    RNA     linear   VRL 12-AUG-2018
DEFINITION  Norovirus GIII isolate Bo/GIII-2/15R003-1/KOR/2015 nonstructural
            polyprotein, RdRp region, (ORF1) and VP1 (ORF2) genes, partial cds.
ACCESSION   MH579349
VERSION     MH579349.1
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SOURCE      Norovirus GIII
  ORGANISM  Norovirus GIII
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;
            Picornavirales; Caliciviridae; Norovirus; Norovirus norwalkense.
REFERENCE   1  (bases 1 to 494)
  AUTHORS   Kim,Y.
  TITLE     Genetic Diversity of Bovine norovirus from Korean calves with
            diarrhea
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 494)
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[bookmark: feature_MH579349.1]FEATURES             Location/Qualifiers
     source          1..494
                     /organism="Norovirus GIII"
                     /mol_type="genomic RNA"
                     /isolate="Bo/GIII-2/15R003-1/KOR/2015"
                     /host="bovine"
                     /db_xref="taxon:340017"
                     /geo_loc_name="South Korea"
                     /collection_date="2015"
                     /note="genotype: GIII-2"
     gene            <1..82
                     /gene="ORF1"
     CDS             <1..82
                     /gene="ORF1"
                     /codon_start=2
                     /product="nonstructural polyprotein"
                     /protein_id="AXK58879.1"
                     /translation="AWMRFHDLSLWEGSRDALPDFVNEDD"
     mat_peptide     <1..79
                     /gene="ORF1"
                     /product="RdRp"
     gene            69..>494
                     /gene="ORF2"
     CDS             69..>494
                     /gene="ORF2"
                     /note="major capsid protein"
                     /codon_start=1
                     /product="VP1"
                     /protein_id="AXK58880.1"
                     /translation="MKMTDRDTTDSAPALGQVLPPEVEASVPVEPTAGAPVAAPTAGQ
                     VNPIDPWIFANFVQAPQGEFTISPNNNPGEILFELELGPDLNPYLAHLRRMYNGWTGS
                     MRVRVLLAGNAFSAGKVVVFCVPPGFDTSYLTPSQATQFP"
ORIGIN      
[bookmark: sequence_MH579349.1]        1 tgcttggatg agatttcatg atttgtcgct gtgggaaggt agtcgcgacg cccttcccga
       61 ttttgtaaat gaagatgact gacagagata ctactgattc cgctccggcg ctcggacaag
      121 tcctccctcc tgaggtcgag gcgtccgtcc ccgttgagcc aacagccggc gctcctgtcg
      181 ccgcccccac tgctggacag gtcaatccaa ttgacccatg gatttttgct aattttgtac
      241 aggcccccca gggggagttt accatatccc caaataacaa tcctggtgag attttgtttg
      301 aattagagct tggccctgat ttgaaccctt atttggccca cctccgtcgc atgtacaatg
      361 ggtggaccgg atccatgcgc gtgcgggttc tcctcgcggg gaacgccttc tcggcaggca
      421 aggtggtggt gttttgtgtc ccccccgggt ttgatacctc ctatttgacc ccatcccagg
      481 ccacccagtt cccc
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